In the crystal of the title hydrated salt, C 6 H 7 N 4 + ÁC 4 H 5 O 6 À Á0.5H 2 O, the biimidazole monocation, 1H,1 0 H-[2,2 0 -biimidazol]-3-ium, is hydrogen bonded, via N-HÁ Á ÁO, O-HÁ Á ÁO and O-HÁ Á ÁN hydrogen bonds, to the hydrogen tartrate anion and the water molecule, which is located on a twofold rotation axis, forming sheets parallel to (001). The sheets are linked via C-HÁ Á ÁO hydrogen bonds, forming a three-dimensional structure. There are also C OÁ Á Á interactions present [OÁ Á Á distances are 3.00 (9) and 3.21 (7) Å ], involving the carbonyl O atoms and the imidazolium ring, which may help to consolidate the structure. In the cation, the dihedral angle between the rings is 11.6 (2) .
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For background to the use of 2,2 0 -biimidazoles in crystal engineering, see: Shankar et al. (2013) ; Gulbransen & Fitchett (2012) ; Tadokoro & Nakasuji (2000) . For similar structures, see : Liu & Zhu (2010) ; Gao et al. (2009) ; Li & Yang (2006) ; Mori & Miyoshi (2004 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: SMART (Bruker, 2000); cell refinement: SAINT (Bruker, 2000); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: pubCIF (Westrip, 2010) . 
S1.1. Refinement
The NH H atoms and the water molecule H atom were located in a difference Fourier map and refined with U iso (H) = 1.2U eq (N,O). The O and C bound H atoms were placed in geometrically idealized positions with C-H = 0.93Å and O-H = 0.84 Å and constrained to refine with U iso (H) = 1.2U eq (O,C).
S2. Comment
Supramolecular assemblies built by means of hydrogen bonding interactions have provided numerous materials with very attractive properties (Gulbransen & Fitchett, 2012; Shankar et al., 2013) . 2,2′-Biimidazole, H 2 biim, is not only a proton donor, but also a proton acceptor, so that it possesses five possible forms, viz. diprotonated (dication, H 4 biim (Tadokoro & Nakasuji, 2000; Mori & Miyoshi, 2004) . Therefore, H 2 biim appears as an interesting molecular building block for the design of new multidimensional supramolecular arrangements, owing to its capacity to act as a donor or acceptor in the formation of hydrogen bonds (Li & Yang, 2006; Gao et al., 2009; Liu & Zhu, 2010) .
The fundamental asymmetric unit of compound (I), contains two monoprotonated biimidazolium cations, two tatrate anions and one water molecular, in which the two imidazole rings of biimidazole are little tortile with the dihedral number is 11.5°. Strong N-H···O and O-H···N hydrogen bonds link neighbour tatrate and biimidazolium moities, then O-H···O hydrogen bonds between water molecular and tatrates link them to form two different zigzag layers as shown in Fig. 1 . Two groups of these parallel layers on a twofold rotation axis and invension centre forming a zigzag conformation, then further assemble to tapes via weak C=O···π (centroid of imidazolium ring) interaction arranged alternatively in three-dimensional structure as described in Table 1 Molecular structure and atom labelling of the title compound, with displacement ellipsoids drawn at the 30% probability level. Dashed line indicates hydrogen bonds [see Table 1 for details; symmetry codes: are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. The line _refine_ls_abs_structure_Flack -1.5 (15) has been removed. According to the comment in an absolute configuration has been assigned, obtained using x by least-squares refinement. There is too high standard uncertainty on x and no information available that the assigned value is confirmed by the diffraction measurements. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

